
GO:0000166
nucleotide binding

9.08e−05
34 / 2124

GO:0000976
transcription regula...

0.000267
17 / 789

GO:0000981
DNA−binding transcri...

8.10e−06
31 / 1637

GO:0000987
proximal promoter se...

2.85e−05
15 / 525

GO:0001067
regulatory region nu...

1.61e−05
21 / 905

GO:0001228
DNA−binding transcri...

2.06e−05
14 / 449

GO:0003674
molecular_function

1.000000
145 / 17632

GO:0003676
nucleic acid binding

0.000716
53 / 4306

GO:0003677
DNA binding

1.31e−06
43 / 2516

GO:0003682
chromatin binding

1.97e−06
17 / 535

GO:0003690
double−stranded DNA ...

0.000202
19 / 922

GO:0003700
DNA−binding transcri...

4.36e−06
33 / 1753

GO:0003824
catalytic activity

0.142817
55 / 5892

GO:0004448
isocitrate dehydroge...

0.000661
2 / 5

GO:0004450
isocitrate dehydroge...

6.72e−05
2 / 2

GO:0004672
protein kinase activ...

1.82e−06
19 / 655

GO:0004713
protein tyrosine kin...

1.59e−05
9 / 177

GO:0004714
transmembrane recept...

5.17e−08
8 / 64

GO:0004888
transmembrane signal...

0.477765
11 / 1273

GO:0005085
guanyl−nucleotide ex...

8.39e−05
11 / 327

GO:0005088
Ras guanyl−nucleotid...

8.26e−06
11 / 254

GO:0005102
signaling receptor b...

0.000813
26 / 1638

GO:0005488
binding

0.000270
138 / 15147

GO:0005509
calcium ion binding

6.04e−05
17 / 697

GO:0005515
protein binding

2.66e−06
121 / 11684

GO:0008134
transcription factor...

4.92e−10
24 / 642

GO:0016301
kinase activity

6.84e−06
21 / 855

GO:0016303
1−phosphatidylinosit...

1.99e−06
6 / 46

GO:0016491
oxidoreductase activ...

0.867766
4 / 747

GO:0016614
oxidoreductase activ...

0.295901
2 / 132

GO:0016616
oxidoreductase activ...

0.262398
2 / 121

GO:0016740
transferase activity

0.001497
33 / 2373

GO:0016772
transferase activity...

7.87e−05
21 / 1009

GO:0016773
phosphotransferase a...

2.00e−06
21 / 790

GO:0017016
Ras GTPase binding

0.001647
12 / 538

GO:0017076
purine nucleotide bi...

5.49e−05
32 / 1893

GO:0019199
transmembrane recept...

3.34e−07
8 / 81

GO:0019207
kinase regulator act...

5.65e−05
9 / 208

GO:0019899
enzyme binding

2.28e−09
46 / 2264

GO:0019900
kinase binding

8.66e−10
25 / 717

GO:0019901
protein kinase bindi...

1.16e−08
22 / 636

GO:0019902
phosphatase binding

1.66e−05
9 / 178

GO:0019903
protein phosphatase ...

1.54e−06
9 / 133

GO:0030234
enzyme regulator act...

0.011710
16 / 1041

GO:0030957
Tat protein binding

6.27e−05
3 / 10

GO:0031267
small GTPase binding

0.002070
12 / 553

GO:0032553
ribonucleotide bindi...

5.49e−05
32 / 1893

GO:0032555
purine ribonucleotid...

4.70e−05
32 / 1878

GO:0033613
activating transcrip...

3.80e−05
6 / 76

GO:0035004
phosphatidylinositol...

1.93e−12
12 / 79

GO:0035257
nuclear hormone rece...

3.73e−05
8 / 152

GO:0035258
steroid hormone rece...

9.84e−05
6 / 90

GO:0035639
purine ribonucleosid...

8.92e−06
33 / 1813

GO:0036094
small molecule bindi...

9.03e−05
38 / 2494

GO:0038023
signaling receptor a...

0.573838
12 / 1490

GO:0042802
identical protein bi...

7.80e−08
36 / 1699

GO:0042803
protein homodimeriza...

5.53e−05
19 / 835

GO:0043167
ion binding
1.40e−08
84 / 6179

GO:0043168
anion binding

7.13e−05
41 / 2751

GO:0043169
cation binding

3.08e−05
57 / 4243

GO:0043565
sequence−specific DN...

0.000104
22 / 1108

GO:0044212
transcription regula...

1.56e−05
21 / 903

GO:0044877
protein−containing c...

8.01e−07
26 / 1089

GO:0046872
metal ion binding

3.43e−05
56 / 4154

GO:0046934
phosphatidylinositol...

2.00e−10
10 / 68

GO:0046983
protein dimerization...

4.76e−09
33 / 1307

GO:0050681
androgen receptor bi...

2.94e−05
5 / 44

GO:0051020
GTPase binding

0.007200
12 / 647

GO:0051427
hormone receptor bin...

3.07e−06
10 / 185

GO:0052742
phosphatidylinositol...

5.20e−06
6 / 54

GO:0052813
phosphatidylinositol...

3.11e−10
10 / 71

GO:0060089
molecular transducer...

0.396636
14 / 1549

GO:0097159
organic cyclic compo...

1.02e−06
80 / 6270

GO:0097367
carbohydrate derivat...

0.000409
33 / 2203

GO:0098772
molecular function r...

0.001336
28 / 1880

GO:0140096
catalytic activity, ...

0.001081
33 / 2328

GO:0140110
transcription regula...

2.21e−05
35 / 2070

GO:1901265
nucleoside phosphate...

3.85e−05
35 / 2125

GO:1901363
heterocyclic compoun...

1.30e−06
79 / 6189

GO:1990837
sequence−specific do...

0.000484
17 / 831


